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Ure A Al cagA YEG I 0E1 707588, 3F0 W 40585 7 004 28 R 120 BIREARG I X A BEPEEE 3B, 1538 6 Hp £ K, i Al PCR Kk
KRN EF] Hp DNA K& Hp CagA fitk %546 :(1)i2 ] PCR /AR R FALA 42 HpDNA 2 Bl 2R R 29, (2)Hp A]
HEZ Oddi's FH UL AT ¥t AN ' Q-4 25 0 - JCBH B A G
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Analyze the associativity between Helicobacter pylori infection

and cholecystolithiasis
ZHU Yujuan
(Department of Gastroenterology, 363 Hospital of Chengdu )

[ Abstract] Objective: To investigate the relationship of H pylori with cholecystolithiasis, to collect the evidence of Hp existing in bil-
iary tract, and to study the detective method of Hp DNA in billiary tract. Methods : Hp which existing in bile, mucosa and gallstone
of 120 cholecystolithiasis patients were cultured according to the literature. Then they were amplified by the primer of Ure A and ca-
gA. Amplified products were analyzed. Results : All of the 120 samples were negative. No Hp grew in the medium. No Hp DNA and
Hp Cag A antibody were found with PCR method. Conclusion : (1) It was restricted by many factors that Hp DNA in bile and gall-
stone wereexamined with PCR. (2) Hp maybe entered biliary tract regressively through Oddi’s sphincter andhad no relationship with
cholecystolithiasis.
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IWHBEHEA, B2 EMWE Hp TﬁEEBJr‘f“%ﬁE KHR,
T AMEI R R LE (I, ik, 7E R4
BFNR R s G e R 9% Hp WA S0RE I tﬂ*ﬁ 1 MEEAE
Ky, & 26 B 55 BH A A9 T miUAH 56 B9 BRI
VAR B AN AT SRR 38 76 IR 45 40 B B R RE L I
K RREFNIEE 38 e 3 4 Bl S (PCR) & 16 5 ] FeHhn Z’K*W*’“‘%Zﬂ““ 6 J1~2005 1 4 A RBeAT
A RLE AR Hp 4788 55 5% I P & K % S ‘
PEWIRZ AR PCR KoM ARIEE I T R 75 i s mgﬂ%mﬁm'#ﬁw

: i JETARIR BRI AR K AR R T 40 P B L T R

BRAF R MY 16SIRNA | urea, vagA Hl cagA )3 1.2 ik & ARA
AN, BT — RS A R I P | B A 1.2.1 HphrMEE#k ATCC 11639 p v [F i | 198 FF B & bk

P ORIE P O, o R 5 0 TSI 5 0 o L ey T B 5 86 T
BB A RE970~ ), &, 24 EIT, =,

EERMAH G N Rk B A B LA, 1.2.2 HEFHARM D2.5 FFRE# (Anaero Jar AG25)
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OB " {58 (Campylobacter System) it & 350198@ e
LYWW BB B £l ( Columbia Agar Base) it 27 347412Q@ 14 [ |42 5T
B PEUS N (Helicobacter pulori Selective Supplement) 5
347443, DL B ¥y AT 8 OXOID 2> d] $E4)k

1.3 PCR &0

1.3.1 18550 RIUME Hp 51l : D Ure A B
FRI, W 5° - CTCCTTAATTGTTTTTAC —- 3° Fii
57 = GCCAATGGTAAATTAGTT - 3, ; DcagA R 5141, )7
FIUNF: 5" — AGACAACTTGAGCGAGAAAG — 3 F1 5" —
TATTGGGATTCTTGGAGGCG =3 S8t g4 T
Zval B, HUBE R H B R 411bp K 294bp.

1.3.2 B DNA Hil 4 MUs B Mg 45 1 Il — &4
AR DNA, V2 /K ZEEDLRE, @ (188 185, 0 20L1 1Y
KA K A% B Sl £ PCR LT FH SR 30 ( 0. 1% NP40)
— BRI, O ST Spd 1 PCR

1.3.3 PCR¥"4 250 HERWIKFR T4 51 4% 200pmol/
L,4 # ANTP4mmol /1., DNA B4 Spl, Taq DNA B4 1U
F PCR U 28 il . SUW TE PCR Express ¥ 844 ( Thermo
Hybaid) b #17, 94T HAHE Smin §7,94C ZE 1min, 55T
1B K 1min, 7270 ZEAH Lonin, fE 6 35 ¥k, 72°C SRS IEH Smin.
LA Hp f#Edk ATCC 11639 DNA $RBUGH £ A B XT I8, PCR
FEE 2% BUISBEEER UK L AT A T MR L bk 45T 3T
BAAH,

1.4 324

1.4.1 SR EEbler 4 500g BHE L W BURERIINA 12,81
UK H B RC T SIS L W B RS SR BL 110
FHIA TG ML (25ml EIL/250m] BEHE ) . B0 TIEF i
PERETRINAR) 1 MM 2ml JCT A8 1R K WD VE IR % DL 1.
250 LB E M B iR 1. iS4, 11 & Hp 3
IR B LSRR L P A

1.4.2 RS FTARELEREMNES G TR
RELFERE A2 A 43 33 52 el T (L A5, 8 £5 B A5 09 000 P A A
251 REME ) FRBERMAMT AR 28, FHIKEA
37 B5g% 4~ 5 2, WM T 4R F KM

1.4.3 XM L Hp dritflkk ATCC 11639 [ |y ik fh
e, M-PAR LD #% o o o & B W], SR E AR A i
o BT MEHETE A ol B A BT A, 2 R,
R ATR RO M. O 12 Bl H e
SR E S PE | 4R BRI 5 10 & 1 iR IR A ek
FEFR B 8 B,

120 FlFEA ¥ R B 3% 15 Hp, [RIBF 48 PCR 771k
FKAGI H HpDNA, 120 45134 K BH 4 .

30w #

3.1 J2it HpDNA Fai R H % K £ 7

SCHK M, [ N A AE R 4k £ A PCR R
i IH A7 2 T A7 AE HpDNA #5281

Figura 2541 %f 30 {5 IH % F A £ % R /i ELISA
¥, R 3 23 Bl BT HPIG fiiAFTE(76.7% ) o
Sb 23 (5 RH 4 b A K ) Westemblot #4746, 72
16 flMEHL HP Cag A FHYER B, 15 FIHH L E
HL HP CagA PR &P HP 1gG . A Bl ,87kD 1Y Va-
cAc [RIBf 5 FIREHHFETE 60kD () CagA.

BRE 48R B PUXE 514 (Ure A, Cag A, Hp
C97 .C98, 16sRNA) [RI B 47 R, 25 58 B 7 G ot i
FFE 16sRNA ZEH 514791, C97.C98 K& Hp 16sRNA
KRB, ure A IR, Cag A K R EAK, 4T
R R EAT B 16sRNA FK 5147 7] LA BLAS R 9
K g5 5, n] GEAZBRAT I B 18] AN Rl 4L R 1m) £7 4

8 Rudi £ FHE T FoxP WL, 45 50 4
A 1 5 5 X 2 FIBAT I 16srRNA B 519148
PCR F1 Southem EIiE A0 55 K M, I A B &
[ TCHA @A Tkt IR s R g ke, Ao
AR 111 B4R 4 5 R K Y HpDNA, 3 4387 7l g
554 DNA Z 3805k th T DNA WO el {74
3.2 e mEREEREHARMLER

MR R A S 2R R A %, 6135 10 [E B
WEERGE AR AAA T RPURA R TR Sk A R
MHEF SRR E, Hd, @ E LA 5 HE g0 5 R
RFEREAEDN, HETAN, IHRLE 0 B ¢
FRET e g ] B A R P s AT L, R AR R 45
o MERYSS  BER B H & A RS, 4
B A A B FORG IR B A R S RS R
BYAE RSB B N3 E T BR AR EE M , 2R 25 A T A4S
BB IE AN Beah, SR BRAT B S A e A
B HEVERERREE , K UUBRAR 45 & T BRI 1% N G
JUTBR AN B NG T BR , AT THAE T RE 4 E 3 Fn e B
i , foi 15 R [ mEpT AR

1982 H Warren Fl Marshall %5 & 5575 A 4K H kG
BTG R R o 28 T IR AT . SIS R
(Vacuolating cytotoxion, VacA) 1] {5 B i 15 41 j &
A aS AR 1o T ORGHE  R A HE S 3K AL IR S5 B
WK, NS S M5 1R B A BEOR , AT e S B4
Ko T4l M 5 & M X H B (Cytotoxin — associated
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protein, CagA) /& Hp FHSHEENRE. MEE
P A A 4K 15 38 76 B i S A I ) HpDNA, A X ¥ &
FFEABT 5 FIIESE Hp 76 B 45 A &R P rFE A,
B TR 2R K, B I £ Hp nl B8
Wt R 2L 8] AR 2 AR 25 4 i T B, B 4TS o4
THABEEE
3.3 HP 52 &% 6 W m48 £ KT

R A B 7E R T R0 AR 28 AH 4 b A T &)
HpDNA, {H7E ] & bk i R A0, S B &
Oddi RIEA AL R ARRE, 245 kM EE
fERR 3R Hp.

MR AMTE RS AR R R EED A
Ko BEZEHREER S &M, A E RS &R
g, ARBEEINNE S FHEEOERARY
B, R RGE 130kD & 200kD & 1 B A FHiR
MR IBAZTE M. A P55 & BURR A F 8 3 AE 3
SHATRAI B IIMERR, © EAH KBS
P, REAR f AR [ BE S TP BUIR S A, Thi T 138 1
FEOE & RRES, R A 2500 Hp M= 4 ml fig
AR SRR AT B fE e R 3

£5 B FTIR, % HpDNA ) BA 1 46 U 45 58 mT 1E B
REZELS 41 AT BOK B R HpDNA 77176, (B AEAR
Z2EEZWRINEE R R M EK 2 5 % 1 K
WRLAHEARRZWS, it Al Hp S BE A
PIE Z LB A L. FIA o, W 112
FFEE R SRR 25 A 0 7 A AU U JC B A R B,
{2 B LA™ P 75 1T LA 3 HAb g 2 m ik
WA FEE LB, a] 48 2 306 45 BE 15 B2 o A A AR
EINFRBERERRBE G4, B H R —3%
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